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SEQUENCE LISTING 
<110> VIRAID 

<120> Gene therapeutic composition 
<130> sCD4 



<140> 
10 <141> 

<160> 33 



15 



20 



25 



30 



35 



40 



45 



50 



<170> Patentln Ver. 2.1 

<210> 1 
<211> 1745 
<212> DNA 
<213> human sCD4 



<400> 1 

caagcccaga ccctgccatt 
tccctcggca aggccacaat 
caactggcgc tcctcccagc 
gatacagtgg aactgacctg 
aactccaacc agataaagat 
aagctgaatg atcgcgctga 
atcatcaaga atcttaagat 
aaggaggagg tgcaattgct 
caggggcaga gcctgaccct 
tgtaggagtc caaggggtaa 
gagctccagg atagtggcac 
ttcaaaatag acatcgtggt 
gagggggaac aggtggagtt 
agtggcgagc tgtggtgcca 
gacctgaaga acaaggaagt 
ggcaagaagc tcccgctcca 
ggaaacctca ccctggccct 
gtggtgatga gagccactca 
tcccctaagc tgatgctgag 
gagaaggcgg tgtgggtgct 
tcgggacagg tcctgctgga 
cagccaatgg ccctgattgt 
ggcatcttct tctgtgtcag 
atcaagagac tcctcagtga 
tgtagcccca tttgaggcac 
gccccgcgtt tcctgcctgc 
gttcgtcctc cctacaattt 
gagtgttgct ctctagtttc 
ccttcaagcc tagcccttct 
gatcc 



tctgtgggct 
gaaccgggga 
agccactcag 
tacagcttcc 
tctgggaaat 
ctcaagaaga 
agaagactca 
agtgttcgga 
gaccttggag 
aaacatacag 
ctggacatgc 
gctagctttc 
ctccttccca 
ggcggagagg 
gtctgtaaaa 
cctcaccctg 
tgaagcgaaa 
gctccagaaa 
cttgaaactg 
gaaccctgag 
atccaacatc 
gctggggggc 
gtgccggcac 
gaagaagacc 
gaggccaggc 
ggaccagatg 
gccattgttt 
cagaggctta 
ctcattattt 



caggtcccta 
gtccctttta 
ggaaagaaag 
cagaagaaga 
cagggctcct 
agcctttggg 
gatacttaca 
ttgactgcca 
agcccccctg 

ggggggaaga 

actgtcttgc 
cagaaggcct 
ctcgccttta 
gcttcctcct 
cgggttaccc 
ccccaggcct 
acaggaaagt 
aatttgacct 
gagaacaagg 
gcggggatgt 
aaggttctgc 
gtcgccggcc 
cgaaggcgcc 
tgccagtgcc 
agatcccact 
aatgtagcag 
ctcctgggtt 
atcacaccgt 
ctctctgacc 



ctgctcagca 
ggcacttgct 
tggtgctggg 
gcatacaatt 
tcttaactaa 
accaaggaaa 
tctatgaagt 
actctgacac 
gtagtagccc 
ccctctccgt 
agaaccagaa 
ccagcatagt 
cagttgaaaa 
ccaagtcttg 
aggaccctaa 
tgcctcagta 
tgcatcagga 
gtgaggtgtg 
aggcaaaggt 
ggcagtgtct 
ccacatggtc 
tcctgctttt 
aagcagagcg 
ctcaccggtt 
tgcagcctcc 
atcccacgct 
aggccccggc 
cctccacgcc 
ctctccccac 



agccccttcc 
tctggtgctg 
caaaaaaggg 
ccactggaaa 
aggtccatcc 
cttccccctg 
ggaggaccag 
ccacctgctt 
ctcagtgcaa 
gtctcagctg 
gaaggtggag 
ctataagaaa 
gctgacgggc 
gatcaccttt 
gctccagatg 
tgctggctct 
agtgaacctg 
gggacccacc 
ctcgaagcgg 
gctgagtgac 
caccccggtg 
cattgggcta 
gatgtctcag 
tcagaagaca 
ccaggtgtct 
ctggcctcct 
ttcactggtt 
atttcctttt 
tgctcatttg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1745 



<210> 2 
55 <211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 2 

60 Glu Leu Asp Lys Trp Ala 

1 5 



<210> 3 
<211> 6 
5 <212> PRT 

<213> HIV-1 gp41 epitope 

<400> 3 

Ala Leu Asp Lys Trp Ala 
10 1 5 



<210> 4 
15 <211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 4 

20 Glu Leu Asn Lys Trp Ala 
1 5 



25 <210> 5 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 

30 <400> 5 

Glu Leu Asp Lys Trp Asp 
1 ~ 5 



35 



40 



45 



<210> 6 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 6 

Ala Leu Asp Thr Trp Ala 
1 " 5 



<210> 7 

<211> 6 

<212> PRT * 

50 <213> HIV-1 gp41 epitope 

<400> 7 

Gin Leu Asp Lys Trp Ala 
1 5 

55 



<210> 8 

<211> 6 

60 <212> PRT 

<213> HIV-1 gp41 epitope 



<400> 8 

Glu Leu Asp Thr Trp Ala 
1 5 



<210> 9 
<211> 6 
<212> PRT 
10 <213> HIV-1 gp41 epitope 

<400> 9 

Gly Leu Asp Lys Trp Ala 
1 5 

15 



<210> 10 

<211> 6 

20 <212> PRT 

<213> HIV-1 gp41 epitope 

<400> 10 

Lys Leu Asp Glu Trp Ala 
25 1 5 



<210> 11 

30 <211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 

<400> 11 
35 Ser Leu Asp Lys Trp Ala 
1 " 5 



40 <210> 12 
<211> 6 
<212> PRT 
<213> HIV-1 

45 <400> 12 

Gly Arg Asp 
1 



gp41 epitope 

Lys Trp Ala 

5 



<210> 13 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 13 

Gly Ala Asp Lys Trp Ala 
1 5 



<210> 14 



<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 14 

Ala His Glu Lys Trp Ala 
1 5 



10 



15 



20 



<210> 15 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 15 

Ala Cys Asp Gin Trp Ala 
1 " 5 



<210> 16 

<211> 6 

<212> PRT 

25 <213> HIV-1 gp41 epitope 

<400> 16 

Gly Ala Asp Lys Trp Gly 
1 5 

30 



<210> 17 

<211> 6 

35 <212> PRT 

<213> HIV-1 gp41 epitope 

<400> 17 

Gly Ala Asp Lys Trp Asn 
40 1 5 



<210> 18 
45 <211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 

<400> 18 
50 Gly Ala Asp Lys Trp Cys 
1 5 



55 <210> 19 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 



60 



<400> 19 

Gly Ala Asp Lys Trp Val 
1 5 



51 



<210> 20 
5 <211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 

<400> 20 
10 Gly Ala Asp Lys Trp His 
1 5 



15 <210> 21 

<211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 

20 <400> 21 

Gly Ala Asp Lys Cys His 
1 5 



25 



30 



35 



<210> 22 
<211> 6 
<212> PRT 

<213> HIV-1 gp41 epitope 
<400> 22 

Gly Ala Asp Lys Cys Gin 
1 5 



<210> 23 

<211> 6 

<212> PRT 

40 <213> HIV-1 gp41 epitope 

<400> 23 

Ala Tyr Asp Lys Trp Ser 
1 5 

45 



<210> 24 
<211> 6 
50 <212> PRT 

<213> HIV-1 gp41 epitope 

<400> 24 

Ala Phe Asp Lys Trp Val 
55 1 5 



<210> 25 
60 <211> 6 

<212> PRT 

<213> HIV-1 gp41 epitope 



52 



<400> 25 

Gly Pro Asp Lys Trp Gly 
1 5 



<210> 26 

<211> 6 

10 <212> PRT 

<213> HIV-1 gp41 epitope 

<400> 26 

Ala Arg Asp Lys Trp Ala 
15 1 5 



s : <210> 27 

20 <2ii> 25 

!f <212> DNA 

<213> Artificial sequence: primer 

;;: 
£ ~£ 

5 C <400> 27 

hi 25 ggaagcttcc atggacatga gggtc 25 

fit 

^ <210> 28 

* <21'1> 25 

jU 30 <212> DNA 

fy <213> Artificial sequence: primer 



35 



50 



<400> 28 

aagaattcct aacactctcc cctgt 25 



<210> 29 
<211> 25 
<212> DNA 

40 <213> Artificial sequence: primer 
<400> 29 

aaaagcttcc atggagttgg gtctg 25 

45 

<210> 30 
<211> 25 
<212> DNA 

<213> Artificial sequence: primer 
<400> 30 

gggaattctc atttagccgg agaca 25 

55 <210> 31 
<211> 573 
<212> DNA 

<213> L, Dl, Jl, D2 domains of sCD4 
60 <400> 31 

atgaaccggg gagtcccttt taggcacttg cttctggtgc tgcaactggc gctcctccca 60 
gcagccactc agggaaagaa agtggtgctg ggcaaaaaag gggatacagt ggaactgacc 120 



53 



10 



15 



25 



40 



55 



tgtacagctt cccagaagaa gagcatacaa ttccactgga aaaactccaa ccagataaag 180 
attctgggaa atcagggctc cttcttaact aaaggtccat ccaagctgaa tgatcgcgct 240 
gactcaagaa gaagcctttg ggaccaagga aacttccccc tgatcatcaa gaatcttaag 300 
atagaagact cagatactta catctatgaa gtggaggacc agaaggagga ggtgcaattg 360 
ctagtgttcg gattgactgc caactctgac acccacctgc ttcaggggca gagcctgacc 420 
ctgaccttgg agagcccccc tggtagtagc ccctcagtgc aatgtaggag tccaaggggt 480 
aaaaacatac agggggggaa gaccctctcc gtgtctcagc tggagctcca ggatagtggc 540 
acctggacat gcactgtctt gcagaaccag aag 573 

<210> 32 
<211> 448 
<212> PRT 
<213> human sCD4 

<400> 32 

Met Asn Arg Gly Val Pro Phe His Leu Leu Leu Val Leu Gin Leu Ala 
15 10 15 



**l 20 Leu Leu Pro Ala Ala Thr Gin Gly Lys Lys Val Val Leu Gly Lys Lys 
m 20 25 30 



Gly Asp Thr Val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys Ser lie 
35 4 0 45 

Gin Phe His Trp Lys Asn Ser Asn Gin lie Lys lie Leu Gly Asn Gin 
50 55 60 

Gly Ser Phe Leu Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg Ala Asp 
30 65 70 75 80 

ifj Ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe Pro Leu lie lie Lys 

II " 85 90 95 

? s " 35 Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr lie Cys Val Asp Gin Lys 
i* 100 105 110 



Glu Glu Val Gin Leu Leu Val Phe Gly Leu Thr Ala Asn Ser Asp Thr 
115 120 125 

His Leu Leu Gin Gly Gin Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro 
130 135 140 



Gly Ser Ser Pro Ser Val Gin Cys Arg Ser Pro Arg Lys Asn He Gly 

45 145 150 155 160 

Gly Lys Thr Leu Ser Val Ser Leu Glu Leu Gin Asp Ser Gly Thr Trp 

165 170 175 

50 Thr Cys Thr Val Leu Gin Asn Lys Lys Val Glu Phe Lys He Asp He 

180 185 190 



Val Val Leu Ala Phe Lys Ala Ser Ser He Val Tyr Lys Lys Glu Gly 
195 200 205 

Glu Gin Val Glu Phe Ser Phe Pro Leu Ala Phe Thr Val Glu Lys Leu 
210 215 220 



Thr Gly Ser Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser Ser Ser Lys 
60 225 230 235 240 

Ser Trp He Thr Phe Asp Leu Lys Asn Lys Glu Val Ser Val Lys Arg 



54 



245 250 255 

Val Thr Gin Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His 
260 265 " 270 

Leu Thr Leu Pro Gin Ala Leu Pro Gin Tyr Ala Gly Ser Gly Asn Leu 
275 280 285 

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu Val Asn 
290 295 ' 300 

Leu Val Val Met Arg Ala Thr Gin Leu Gin Lys Asn Leu Thr Cys Glu 
305 310 315 320 

Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu 
325 330 335 

Asn Lys Glu Ala Lys Val Ser Lys Arg Glu Lys Ala Val Trp Val Leu 
340 345 350 

Asn Pro Glu Ala Gly Met Trp Gin Cys Leu Leu Ser Asp Ser Gly Gin 
355 360 365 

Val Leu Leu Glu Ser Asn lie Lys Val Leu Pro Thr Trp Ser Thr Pro 
370 375 380 

Val Gin Pro Met Ala Leu He Val Leu Gly Gly Val Ala Gly Leu Leu 
385 390 395 400 

Leu Phe He Gly Leu Gly He Phe Phe Cys Val Arg Cys Arg His Arg 
405 410 415 

Arg Arg Gin Ala Glu Arg Met Ser Gin He Lys Arg Leu Leu Ser Lys 
420 425 430 

Lys Thr Cys Gin Cys Pro His Arg Phe Gin Lys Thr Cys Ser Pro He 
435 440 445 



<210> 33 
<211> 184 
<212> PRT 

<213> L , Dl, Jl, D2 domains of human sCD4 
<400> 33 

Met Asn Arg Gly Val Pro Phe His Leu Leu Leu Val Leu Gin Leu Ala 
15 10 15 

Leu Leu Pro Ala Ala Thr Gin Gly Lys Lys Val Val Leu Gly Lys Lys 
20 25 30 

Gly Asp Thr Val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys Ser He 
35 40 45 

Gin Phe His Trp Lys Asn Ser Asn Gin He Lys He Leu Gly Asn Gin 
50 55 60 

Gly Ser Phe Leu Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg Ala Asp 



55 



65 



70 



75 



80 



Ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe Pro Leu lie lie Lys 
85 ~ 90 95 

5 

Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr lie Cys Val Asp Gin Lys 
100 105 110 

Glu Glu Val Gin Leu Leu Val Phe Gly Leu Thr Ala Asn Ser Asp Thr 
10 115 120 125 

His Leu Leu Gin Gly Gin Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro 
130 135 140 

15 Gly Ser Ser Pro Ser Val Gin Cys Arg Ser Pro Arg Lys Asn He Gly 
145 150 155 160 



20 



Gly Lys Thr Leu Ser Val Ser Leu Glu Leu Gin Asp Ser Gly Thr Trp 
165 170 175 

Thr Cys Thr Val Leu Gin Asn Lys 
180 



25 



